Key indicators: single-crystal X-ray study; T = 293 K; mean (C-C) = 0.007 Å; R factor = 0.041; wR factor = 0.078; data-to-parameter ratio = 14.0.
Related literature
For background to oxime-based salen-type tetradentate ligands, see: Akine et al. (2001) ; Dong & Ding (2007) ; ; Bertolasi et al. (1982) ; Tarafder et al. (2002) . For the synthesis and related crystal structures, see: Zhao & Ng (2010) ; Zhao et al. (2012) ; Dong et al. (2010) .
Experimental
Crystal data [Cu(C 22 H 17 Br 2 N 2 O 2 ) 2 ] M r = 1065.93 Monoclinic, C2=c a = 27.4484 (7) Å b = 13.3116 (3) Å c = 22.3609 (5) Å = 91.165 (2) V = 8168.6 (3) Å 3 Z = 8 Mo K radiation = 4.50 mm À1 T = 293 K 0.30 Â 0.21 Â 0.10 mm
Data collection
Bruker SMART 1000 CCD areadetector diffractometer Absorption correction: multi-scan (SADABS; Sheldrick, 1996) T min = 0.346, T max = 0.662 27775 measured reflections 7199 independent reflections 4682 reflections with I > 2(I) R int = 0.063 Refinement R[F 2 > 2(F 2 )] = 0.041 wR(F 2 ) = 0.078 S = 1.01 7199 reflections 514 parameters H-atom parameters constrained Á max = 0.38 e Å À3 Á min = À0.36 e Å À3 Table 1 Hydrogen-bond geometry (Å , ).
Cg1 and Cg2 are the centroids of the Cu/O4/C33-C31/N4 and C10-C15 rings, respectively.
D-HÁ Á ÁA D -H HÁ Á ÁA D Á Á ÁA D -HÁ Á ÁA C19-H19Á Á ÁCg1 i 0.93 2.82 3.575 (5) 118 C16-H16BÁ Á ÁCg2 i 0.97 2.96 3.511 (5) 117
Symmetry code: (i) Àx þ 1 2 ; y þ 3 2 ; Àz þ 1 2 .
Data collection: SMART (Bruker, 2001) ; cell refinement: SAINT (Bruker, 2001) ; data reduction: SAINT; program(s) used to solve structure: SHELXS97 (Sheldrick, 2008) ; program(s) used to refine structure: SHELXL97 (Sheldrick, 2008) ; molecular graphics: SHELXTL (Sheldrick, 2008) ; software used to prepare material for publication: SHELXTL. This work was supported by the Foundation of the Education Department of Gansu Province (0904-11), which is gratefully acknowledged. are reported.
The structure of the title complex is shown in Fig. 1 . In the title complex, all bond lengths and angles are in normal ranges. The molecule has approximate chemical inversion symmetry, but no crystallographic inversion symmetry. The Cu II ion is four-coordinated in a trans-CuN 2 O 2 square-planar geometry, with two phenolate O and two imino N atoms from two deprotonated N,O-bidentate ligands (Dong et al., 2010) . The copper atom of [Cu(C 22 H 17 Br 2 N 2 O 2 ) 2 ] has a square planar geometry distorted tetrahedrally by 13.91 (5)° (defined by the angle between two sets of N-Cu-O planes). A similar distortion has also been observed for the ethoxyl analogue of the title complex (23.33 (3)°) (Zhao et al., 2012) .
In the crystal structure, the molecules are linked into an infinite supramolecular network by two C-H···π interactions, C19-H19···Cg1 (N4/Cu1/O4/C31-C33) and C16-H16B···Cg2 (C10-C15), and four intermolecular π···π stacking interactions, Cg2 i ···Cg3 (Cu1/O2/N2/C9-C11) [3.799 (2) Å], Cg3···Cg4 ii (C17-C22) [3.568 (3)Å], Cg2···Cg2 i [3.678
(2) Å] and Cg5 (C32-C37)···Cg5 iii [3.717 (3) Å] [symmetry codes: (i) 1/2 -x,3/2 -y,1 -z, (ii) x, 1-y, -1/2+z, (iii) 1-x, y, 3/2-z] (Fig. 2 ). In addition, the crystal packing is further stabilized by weak intermolecular Br···Br halogen bonds with a distance of 3.508 (4) Å.
Experimental

1-(4-{[(E)-3,5-dibromo-2-hydroxybenzylidene]amino}phenyl)ethanone O-benzyloxime was synthesized by reaction of
O-benzylhydroxylamine, 4-aminoacetophenone and 3,5-dibromosalicylaldehyde .
To an ethanol solution (6 ml) of O-benzylhydroxylamine (340.9 mg, 3 mmol) was added an ethanol solution (12 ml) of 4-aminoacetophenone (349.5 mg, 3 mmol) and 3 drops of acetic acid. The reaction solution was stirred at 338 K for 24 h.
The solvent was evaporated under vacuo. After cooling to room temperature, the formed precipitate was filtered off and washed successively with ethanol and ethanol/water (1:4), respectively, resulting in 640.6 mg of ({4-amino}phenyl)ethanone O-benzyloxime as a crystalline solid. Yield, 92.8%, m.p. 348-350 K. Anal. Calcd. for C 15 H 16 N 2O (%): C, 74.97; H, 6.71; N, 11.66. Found: C, 74.68; H, 6.80; N, 11.52. To an ethanol solution (4 ml) of ({4-amino}phenyl)ethanone O-benzyloxime (213.2 mg, 0.89 mmol) was added an ethanol solution (2 ml) of 3,5-dibromosalicylaldehyde (2 49.3 mg, 0.89 mmol). The reaction solution was stirred at 333 K for 18 h. After cooling to room temperature, the formed precipitate was filtered off and washed successively with ethanol and ethanol/n-hexane (1:4), respectively. The product was dried in vacuo and purified by recrystallization from ethanol to 
Refinement
H atoms were placed in calculated positions and non-H atoms were refined anisotropically. H atoms were treated as riding atoms with distances C-H = 0.96 Å (CH 3 ) and 0.93 Å (CH). The isotropic displacement parameters for all H atoms were set equal to 1.2 or 1.5 U eq of the carrier atom.
Computing details
Data collection: SMART (Bruker, 2001) ; cell refinement: SAINT (Bruker, 2001) ; data reduction: SAINT (Bruker, 2001 ); program(s) used to solve structure: SHELXS97 (Sheldrick, 2008) ; program(s) used to refine structure: SHELXL97 (Sheldrick, 2008) ; molecular graphics: SHELXTL (Sheldrick, 2008) ; software used to prepare material for publication:
SHELXTL (Sheldrick, 2008) .
Figure 1
The molecular structure of the title complex with the atom numbering scheme, showing 30% probability displacement ellipsoids. All the H atoms on carbon have been omitted for clarity. 
Data collection
Bruker SMART 1000 CCD area-detector diffractometer Radiation source: fine-focus sealed tube Graphite monochromator phi and ω scans Absorption correction: multi-scan (SADABS; Sheldrick, 1996 ) T min = 0.346, T max = 0.662 27775 measured reflections 7199 independent reflections 4682 reflections with I > 2σ(I) Refinement. Refinement of F 2 against ALL reflections. The weighted R-factor wR and goodness of fit S are based on F 2 , conventional R-factors R are based on F, with F set to zero for negative F 2 . The threshold expression of F 2 > σ(F 2 ) is used only for calculating R-factors(gt) etc. and is not relevant to the choice of reflections for refinement. R-factors based on F 2 are statistically about twice as large as those based on F, and R-factors based on ALL data will be even larger.
Fractional atomic coordinates and isotropic or equivalent isotropic displacement parameters (Å 2 ) (5) C38-C39 1.490 (7) C9-H9 0.9300 C38-H38A 0.9700 C10-C15 1.402 (5) C38-H38B 0.9700 C10-C11 1.419 (5) C39-C44 1.385 (7) C11-C12 1.417 (5) C39-C40 1.398 (7) C12-C13 1.365 (5) C40-C41 1.396 (9) C13-C14 1.382 (5) C40-H40 0.9300 C13-H13 0.9300 C41-C42 1.355 (9) C14-C15 1.362 (5) C41-H41 0.9300 C15-H15 0.9300 C42-C43 1.354 (8) C16-C17 1.496 (6) C42-H42 0.9300 C16-H16A 0.9700 C43-C44 1.375 (7) C16-H16B 0.9700 C43-H43 0.9300 C17-C22 1.368 (6) C44-H44 0.9300 O2-Cu1-O4 168.03 (13) C21-C20-C19 120.0 (6) O2-Cu1-N4 87.69 (12) C21-C20-H20 120.0 O4-Cu1-N4 91.59 (12) C19-C20-H20 120.0 O2-Cu1-N2 92.63 (12) C20-C21-C22 120.0 (6) O4-Cu1-N2 89.52 (12) C20-C21-H21 120.0 N4-Cu1-N2 173.08 (15) C22-C21-H21 120.0 C2-N1-O1 111.0 (4) C17-C22-C21 121.3 (5) C9-N2-C6 114.6 (3) C17-C22-H22 119.3 C9-N2-Cu1 122.9 (3) C21-C22-H22 119.3 C6-N2-Cu1 122.4 (2) C24-C23-H23A 109.5
